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Study on the Antioxidant Mechanism of Salix Caprea based
on Network Pharmacology and Molecular Docking
REWUZHA -Muhamaiti, NUERAMINAI- Maimaiti*
(Key Laboratory of Plant Stress Biology in Arid Land , Xinjiang Key Laboratory of Special Environment
Biodiversity Application and Regulation in Xinjiang , Xinjiang Key Laboratory of Special Species Conservation
and Regulatory Biology,School of Life Sciences , Xinjiang Normal University , Urumgi , Xinjiang , 830017 , China)

Abstract: Salix caprea has a strong antioxidant effect. However its mechanism has not been fully reported.
To explore the mechanism of Salix caprea in antioxidant, network pharmacology and molecular docking technology
were used. 21 active ingredients were selected meanwhile 320 predicted targets were identified. There were 1056
antioxidant-related targets. Thus 118 antioxidant-related targets obtained by intersection. GO enrichment analysis
showed 354 gene functions and KEGG pathway enrichment analysis showed 146 signaling pathways. The results of
molecular docking showed that naringin, dihydromyricetin and geranyllin had good binding activity with AKT1,
MAPK3 and PIK3CA. It was preliminarily verified that the antioxidant effect of Salix caprea can be played through
multi—component, multi—target and multi—pathway , which provides the validation basis and direction for the next ex—
perimental study.
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